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1. T S E AR R . Sl M\ Start > All programs > Applied

Software

Biosystems > ViiA 7 Software > ViiA 7 Software v1.X g & . #HEAFH

T 5 % £ “Experiment Setup”

ViiA™ 7 Software 0 Y

Set Up
. = v Anah
V_ xr;r::!,\:"f O Quickstart ;,,,if,"n'f:m

= ekt ) tastrumant frssefiooree
emplate Conscla xpression

Study
® resw

2. 3\ “Setup” N H]“Experiment Properties” 5%

> How do you want to identify this experiment?
g . ot * Experiment Name: [2014-04-01 152453 Comments: =
Barcode:
t
Properties | User Name: g

Define
Which block are you using to run the experiment?
Assign p p PP o )
4 384-Well Block L Array Card Block | 96-Well Block (0.2mL) ‘L Fast 96-Well Block (0.1mL) |
Run Method

What type of experiment do you want to set up?

Materials List

s Standard Curve ! Relative Standard Curve Comparative Cr (AACT) J L Melt Curve J

High Resolution Melt ! Genotyping Presence/Absence

Which reagents do you want to use to detect the target sequence?

e TagMan® Reagents SYBR® Green Reagents Other

L

What properties do you want for the instrument run?

v Standard Fast

2.1 F N SEIG 4 F5 (Experiment Name)o

r#e EOL INSUUMeNnt ANalyss 1005 Hep

] New Experiment » (27 Open... [ Save + E5 Close [ Import... - 49 & Print Report...
Experiment: 2014-04-01 152453 Type: Standard Curve Reagents: TagMan® Reagents
> How do you want to id :ntify this experiment?
g . Setup * Experiment Name: |2014-04-01 152453 Comments:
Barcode:

E ket Hame:
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2.2 1%F% Block 2K 7Y,

Which block are you using to run the experiment?

» 384-Well Block ( Array Card Block ] | 96-Wel Block (0.2m) | (___ Fast 96-Well Block (0.1m1) _ |

2.3 LA B sEIG 2R, “Standard Curve”.

What type of e periment do you want to set up?

v Standard Curve L Relative Standard Curve J L Comparative Cr (AACT) J Melt Curve

( )
High Resolution Melt J { Genotyping J Presence/Absence J

¢

2.4 IEFEAFIMIE . Tagman REFELEFE“Tagman Reagents”, SYBR 44kl
12:1% B “SYBR Green Reagents” .

Which reagents do you want to use to detect the target sequence?

v TaqMan® Reagents ( SYBR® Green Reagents ] [ Other

2.5 HIETE A . il Rk B “Standard”; PRI T B “Fast” .

What properties do you want for the instrument run?

v Standard ' Fast

3. W FE“Setup” K[ “Define” 1, ¥ E I KK (Target) FAT: i 44 7K

(Sample).

Fie Edt Instrument Analyss Took Hebp

] New Experiment - &7 Open... ld Save - 5 Cose [p) Import... - &P Create Side... £) PrntReport...

Type: Standard Curve Reagents: TagMan® Reagents

Target Name Reporter Quencher Color Sample Name Color
GAPDH am NFQ-MGE vh v| |samole 1 _ 3

ACTIN FAM v [NFQ-MGB v_ v | [sample 2 _ v

<
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3.1 /£ “Targets” T midi“New”, ¥INAFMIZELE . 7E“Target Name” 4 %

HILR A FR; “Reporter” Fl1“Quencher” L FEFTAR 1L [12% 6 5 [
MR IER . X TF“Quencher” BiE £, WHR 2 MGB #REl, 15i%
£ NFQ-MGB; U152 TAMRA 41, 151E$E TAMRA; i 21

T 2R 6 K2 A £ % "None "

3.2 /£ “Samples” I fidi“New”, ¥SINAFIIFE . £ “Sample Name”
LY TR

18 ViA™ 7 Software v1.2.3
Fle Edk Instrument Analyss Tools Hep
i] New Experiment ~ 25 Open... [ Save ~ o Close r Import... + &9 Create Side... &) Prnt Report...

M Experiment: 2014-04-01 152453 Type: Standard Curve Reagents: TagMan® Reagents

New  Saveto Lbrary

Target Name Reporter Quencher Color Sample Name Color
GAPDH FAM v [NFQ-MGB vh v | |Sample 1 h v
Bl [activ FAM v [NFQ-MGB v_ v | |sample 2 h v

Biological Replicate Groups

m Biological Group Name  Color Comments

ROX v
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4. L Setup” T 1) “Assign” FHH,  miE AR -
4.1 F H] Bl bn B B LR B SO DL, AR e a3 2o AN 22k PR SRR
[FJ I {E “Task” 1L WU P 45 7 1% S AL 2R (S AP, U AR
RAFEA, NACRBATEXS ).

Fle Edit Analyss Tools Help
[E] New Experiment » | &5 Open... [ Save + E§ Close 7\’?. Import... » &9 Create Skde... &) Print Report...

H Experiment: 2014-04-01 152453 Type: Standard Curve Reagents: TagMan® Reagents

GAPDH
[ JACTIN

Run Method

Materials List

72 Empty

wels: [ 24 E o [do

4.2 WEIMERTZE: R SRUbR B Bl P A B S N AL (— RIS L T
AR R E D =AEIIL), )R 2R MRS, 7L Task” ik
WP FE S, JFAE“Quantity” FAIA bR R . EE EIRERE, 5%
JUAR TR i 2 AR B E (R B 2D 5 M),

Targets
o

GAPDH & v | 1,000.000 1 2 3
CIJACTIN v
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5. ¥ “Setup” T I1“Run Method” 1R, 4miEiz T 251F

-

;; . Setup

Experiment
Properties

Define

Assign

Materials List

K

Reaction Volume per Well:

Run Method

Graphical View

Add Stage W

Add Step ¥

50| pl. G ﬁi)\}iﬂﬁﬁﬂ

CollectData W OpenRunMethod  Save Run Method

Hold Stage PCR Stage
Number of Cycles: 40 i
[] Enable AutoDelta
Starting Cycle:
100 *C—|
95.0 °C 95.0 °C
10:00 1.6°C/s  00:15 \\
75C_] / 1.8°C/s
/1.5 °C/s
N 5. 60.0 °C
P B U SR B S IS 1] o s
50.0 °C %
50 "C_| o
Fé 02:00
1.6 °C/s 1
25°C //
L4 > — s
Bk BbR b SRR,
== AL,
HRfESIEFRE
o
Step1 Step2 Step1 Step2
<
Legend
[ Data Collection On ~ = Data Collection Off A AutoDelta On A AutoDetta Off

6. IEFE“Run” N H1“Amplification Plot” FL1Hl, i “Save As” - 47 4,

Sk “Start Run” JF4BiE4T .

File Edit Instrument

[i2] New Experiment ~

Temperature Plot

Run Method

Notification

Settings

View Run Data

Amplification Plot <

Plate Layout

m Show in Wells W Select wells ¥

Amplification Plot Lo e 8

P rabEyE

>»
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7. LIS TEE R G, HEAN“Analysis” FtH, siidifA EMAFI“Analyze” 1%
ot BRI aEY SR

E] Experiment: ViiA7 96... Type: Standard Curve Reagents: TagMan® ... [ #nilze"  Analysis Settings

i tm B = =
= /.
Amplification Plot EL&}T = EEQ&‘ \U/_Tﬁlﬁ {  Plate Layout
Plot Settings %
Plot Type:|ARn vs Cycle ¥ Graph Type:|Log | Plot Color: & Show in . A
3 P
< > 1 2 3 4 5 6 7 8 9 10 11 12|

LCm s enen | GGGBRGAGRRE
G - e | Besssdddaaad
| BoAGRaAGGHHE
st (4 = , o [0 o B 0 5 o 0 S O O
. : EEEEE‘

e || RS e w2 FEEEEEEEE.
Cycle F
teg —_—
- ] ﬁEQCﬂi% el &&&ﬁ&&&&&&&
G
Multiple Plots View
Options
— H
Target: |RNase P v Threshold: [¥] Auto |

" o Chnan [ Thoasiald ] Damabian Cimcbs \AZAR SN Tarmnt 4 Dannk D
< > wels: [[] 72 B 20 [ 4 0 Empty ‘
A Well Summary: In Piate: 96 Set Up: 96 Analyzed: 96 Flagged: 0 Omitted by Analysis: Omitted Manually: 0 Samples Used: 2 Targets Used: 1

7.1 BRI AMBRE L BB ] “Auto” D BE H i E L LA
HZk. BEBEZERZ. BHEHETENZER, ¥ show J5H]
“Threshold” [ “Baseline” i #4T2) . 414 H 212 |- 2= H EDAH B ) 2k
L MBE L . A T E T A E LA B, A 4 Auto”
ek, HAT TR,
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0.001 + . N e —__: . N '
2 4 6 a 10 12 14 16 18 20 2 24 2 28 30 k7 34 ¥* 38 0
Cycle

Legens
[-A g Mlc D WE WNF N "

GREEEENRERE H 3/ 73 M 2R 2 U B ME & G

y 4
Options .{ /
Target: Threshold: [v] Auto Ii 074216 ] Auto Baseline H

Well Sur E%%ﬁ*ﬂlﬁ{ﬁﬁ Set Up: 96 Anaiyzed: 96 Flagged: 0

Amplification Plot

10

=4
% %' n074216

/4

%zﬁ&n%?ﬁﬂlﬁlﬁﬁi e [

0.01 4

Legeng

BNA WUg MNC BNO WNE BEF W~ = l

2 Auto G

" — o o
Target: [RNase P v | Threshold: [] Auto |0.074216 [JAuto Baselind
<) L H

Show: [] Threshold — [/] Baseline Start: Well M Target & Baseline End: Well (M Target &

wel

Well Summary: In Plate: 96 Set Up: 96 Anaiyzed: 96 Flagged: 0

7.2 BEAREML: B Target” RIEFEEH KR EffeNRY
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AR . R2AB AR ARE Hh 26 10 et i 5 A M R B R,

WAE 0.99 UL |,

-

Standard Curve

- BT A E KR _;

Plot Settings
Target RNase P
[ Save current settings as the default:

v | Plot Color Target v

k.
(TR

Analysis

20.50
Amplification Plot 2025
20.00
tandard 2875
2850
L
Multicomponent 2825
Plot 28.00
Raw Data Plot 27751
. 2750
9 2725
QC Summary
27.00
2675
Multiple Plots View
20.50
2625

2600

E — 2578
- 2550
2525 1

-

grs

Target: RNase P Slope: -3.383 Y-Inter; 39.81

PPLrBERBREYE

Standard Curve

1o 1oom
Quantity

R?: 0.997 Eff96: 97.505 Eror: 0.04

A PLZE “Melt Curve” Fi [l & B IS A Hh 2k

| color [sample - ‘

Melt Curve Plot

lot [Derivative Report... v/ Target [All
] nt s he default
—
4
0
[- Sample 1

7.4 BHE“QCSummary”’ 45 8. N FLA] REAFAE W BN, S H I
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=M, e LARERE BN, 2 RERAMMEN, Bl
Flag Details” F & & -

FeAtE. VEANE S MR T S n] LR

>

Wells
[H3, H6, H12

Description Freg...

Amplfication n negative control

A1, A2, A3, A...

[A12

H12

..[No signalin well

... |Outher in replicate group

|Exponentil algorithm falled

[Baseline aigorthm faled

v algorithm faled
|Cr algorithm faled

Analysis

Amplification Plot

A7, A8, A9, A...
o

Standard Curve

Flag: NOISE—Noise higher than others in plate
Flag Detail: The wel produced more noise in the
ampification plot than otl
Flag Criteria: Relative noise > 4.0
Flagged Wells: H12

Multicomponent
Plot

Raw Data Plot

il B A R

F%E o
ﬂ ﬁ

A

8. Hdfs 3 -

Fie Edt | Instrument | Analysis Tools Help

i 4
meemibzmasmens; [ ﬂﬁﬂﬂn
S: S: Sa
3 e
o ﬂ ju_ju |
H = E. LB L fufwimie
Total Wels: 96 | Processed W...96 Manualy Omitted W...0 | Targets Us...5 ﬂu r=CHCE H . l'- rmm .
Wels Set... 96 | Flagged Wels: 56 Analyss Omitted W... 0 | Samples U... 7 — 1 11
wels: [ 84 B o [ 12 0 Empty
‘Well Summary: 1n Plate: 96 Set Up: 96 Analyzed: 96 Fiagged: 56 Omitted by Analyss: 0 Omitted Manually: 0 Samples Used: 7 Targets Used: 5.
o

i Save - £ Cose ) Import... - &P Create Side...

x| New Experment ~

& open...

Experiment: ViiA7 96-Well...

[ Auto Export Format :ViiA™ 7 v Export Data To: ®

Type: Standard Curve

Export File Loat:on:lD \Applied Biosystems\ViiA7 SonI Export Fle Name: VIIA7 96-Well St

& Print Report...

Reagents: TagMan® Reag... | Export ,2,

One Fle O Separate Fles Open file(s) when export s complete

=

PR T H A ER

[ Ampification [ muticomponent Resuks

ot Well Well Po...

All Fields 1AL
A 2A2
wel S
[¥] Wel Posttion 4 A4
B S5A5
Sample Name 6 A6
Expor 7A7
Sample Color 8A8
9A9

Biogroup Name 10A10

Biogroup Color 11A11

o 12A12
Target Name 1381
1482
Target Color 1583
16R4

Task ¥ @

~

Sample ... Sample ... Biogrou... Biogrou... Target...

5K RGB(176,2... RNase P -

SK RGB(176,2... RhNase P

5K RGB(176,2... RNase P

5K RGB(176,2... RNase P

5K RGB(176,2... RNase P

5K RGB(176,2... RNase P

5K RGB(176,2... Rhase P

5K RGB(176,2... RNase P

SK RGB(176,2... RNase P

5K RGB(176,2... RNase P

5K RGB(176,2... RhNase P

5K RGB(176,2... RNase P

SK RGB(176,2... RNase P

5K RGB(176,2... RNase P

5K RGB(176,2... RNase P

SK RGR(176.7. RNase P ¥
>

Start Expor Save Export Set As I Load Export Set
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